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In#EsE _EH qPCR IXFZE (mRNA)

FEEA4ERY, : qPCR 3|#+SYBR MasterMix+ = &R E+H

s aiNEE , AERE, SIMERWIE , SLRKABEIRIE , IR EHL.

WEE B 1.5 ARy, Tix—F%. UIMESA. MR, KR, & HE28%E  ENEREAFTENE IR
I TEUREER. AERSUSIMER , ATEH,

EMESSZ : ER--EEERAEESTHEEERRS.

RS B FEaniits BR{i
EXPHS118853 AACS 100 N 900
EXPHS6018869 ACIN1 100 MRz 900
EXPHS112938 ACVRIC 100 MR AZ 900
EXPHS36974 ACVR2B 100 Mz AY 900
EXPHS67420 ADH1A 100 NI 900
EXPHS67492 ADH1B 100 N AI 900
EXPHS67089 ADH4 100 MR AI 900

EEFR_E# qPCR IXFIZE (miRNA)

FEER4ERK : qPCR 3|#7+SYBR MasterMix+ =& AE+H

TSR BREE , AEREE. SIMBEWIE , SLIRREEEIE , IR L.

WA : BT 768 M, Tit——BF, aIBRERFEAN I TEIEEER. AERNSGEIMERN |, arEHl.
EMZEiSAHZE : B5T--microRNA InstantPCR--E (R miRNA--EZREABEESHHEEERS.

FmRs FEmafn P amiis BZM
MIHS0000062 hsa-let-7a 100 Nz 1100
MIHS0000075 hsa-miR-20a 100 Nz hz 1100
MIHS0000077 hsa-miR-22 100 Nz 1100
MIHS0000101 hsa-miR-103 100 N7 1100
MIHS0000232 hsa-miR-199a-3p 100 Nz 1100
MIHS0000268 hsa-miR-211 100 Nz 1100
MIHS0000270 hsa-miR-181a* 100 N L 1100
MIHS0000416 hsa-miR-1 100 4N AT 1100
MIHS0000418 hsa-miR-23b 100 N 1100
MNREAERER
ERM&EifAE : BE--mRNA InstantPCR-- TREZ--~RER--EXEH

FmRs Fmafn P amiis EEI
EXPHS19435 ACTB 100 Nz 500
EXPHS34448 B2M 100 N 500
EXPHS17872 GAPDH 100 Nz 500
EXPHS119549 HMBS 100 Nz 500
EXPHS96179 HPRT1 100 Nz iz 500
EXPHS21566 OAZ1 100 PNy 500
EXPHS91408 RPL27 100 N[z 500
EXPHS51152 RPS20 100 N fz 500
EXPHS11164 SDHA 100 Nz 500
EXPHS122123 TFRC 100 Nz 500
EXPHS6005201 H6PD 100 Nz [z 500
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Aging

Longevuty regulating pathway K5 IEEEES
Cell Cycle

Cell cycle “HREIEHR
Cell Cycle Checkpoints HREEERRIO S

Mitotic G1-G1/S phases
Mitotic M-M/GT1 phases

BASGI-GI/SH
BLHZEM-M/GIHA

Synthesis of DNA DNAERLIBES
Cell growth and death

Apoptosis AT
Cell oycle AR
Homeobox genes homeobox& R
Cellular community

Angiogenesis MEFE
Focal adhesion YRR E T
Gap junction R ElRsE R
Signaling pathways regulating pluripotency of stem cells SRR ESER
Stem cell T4
Tight junction YRR N EE

Developmental Biology

L1CAM interactions LICAMIEE(ER(ES1BE
Disease

Alzheimer's disease (AN LS
Cancer drug resistance EWJF”WT*U EZEEStE|
Cancer pathway signature genes e S EE Eﬁvu%l

Cancer pathways

Glycosaminoglycan metabolism
Huntington's Disease

MPS | - Hurler syndrome

MPS Il - Hunter syndrome

MPS llIA - Sanfilippo syndrome A
MPS 1IIB - Sanfilippo syndrome B
MPS IIIC - Sanfilippo syndrome C
MPS IID - Sanfilippo syndrome D
MPS IV - Morquio syndrome A

MPS IV - Morquio syndrome B

MPS IX - Natowicz syndrome

MPS VI - Maroteaux-Lamy syndrome
MPS VII - Sly syndrome

Oncogene and tumor suppressor genes
PIP3 activates AKT signaling

Signaling by EGFR

Signaling by EGFR in Cancer
Signaling by FGFR

SENECEEIED

MPS |ﬁfwj\%u
MPS IIFF/RFE
MPS IIIA§§E*IJ§)§2,?%?IEA
MPS IIBRIEMRERE1IEB
MPS ICEIERRERSAEC
MPS IDZFEFREREAED
MPS IVESELBZ=AAEA
MPS IVESRBREREAEB
MPS IX - NatowiczZr&1iE
MPS VIB- = F4RA1E
MPS VI - SlyZ&7iE
F%:%D} R

EGFRIE

ﬁﬂ

Signaling by FGFR in disease FBFGFRZSEE
Type Il diabetes I ELHEFRS
DNA Replication

Mitotic M-M/G1 phases BLDBEM-M/GIER
Synthesis of DNA DNA& BB
Drug Development

Cancer drug resistance PEmZSHEEER
Drug metabolism ESiipet ]

Endocrine system
Estrogen signaling pathway
Glucagon signaling pathway
GnRH signaling pathway
Insulin signaling pathway
Melanogenesis

Oxytocin signaling pathway =

Thyroid hormone signaling pathway Eﬁ%ﬁi?f =SB
Folding, sorting and degradation

Protein processing in endoplasmic reticulum PIERMERRIN @
Ubiquitin mediated proteolysis ZENSERARKE

Gene Expression
Eukaryotic Translation Initiation
Generic Transcription Pathway

Nonsense-Mediated Decay NMDIESiEBEE
Processing of Capped Intron-Containing Pre-mRNA mMRNAFIAINLT
RNA Polymerase |, RNA Polymerase Ill, and Mitochondrial Transcription RNAREEER SRR
Hemostasis

Cell surface interactions at the vascular wall MEEHEREERES
Factors involved in megakaryocyte development and platelet production EiZEmE R M/ MRAEREF
Immune system

Chemokine and receptor EEFRISA
Chemokine signaling pathway EHEFHESIER

EIMHCA v}ﬂ,@ﬂﬂl
DAPIRAIEE(ERIES
EIRISPRESIEE

Class | MHC mediated antigen processing & presentation
DAP12 interactions
Leukocyte transendothelial migration
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FEIE:

MHC dlass Il antigen presentation MHC B8R

Natural killer cell mediated cytotoxicity NKEHREN SRS @
PIP3 activates AKT signaling AKT{ESiBEE
Platelet activation MR BB
T cell receptor signaling pathway THESNMESIER
Toll-like receptor signaling pathway Tl HAESEBIR
Metabolism

Eukaryotic Translation Initiation Hizahzie
Fatty acid, triacylglycerol, and ketone body metabolism — Bgfils. =EHEEH. @H%P\Mhﬁf
Glycosaminoglycan metabolism SRR ESEBIE
Integration of energy metabolism BEEBEESIER
Metabolism of amino acids and derivatives SEBRATEYS
Metabolism of carbohydrates BoXEEE
Nervous system

Neurotrophin signaling pathway HEEFERIESIER

Neuronal System
Neurotransmitter Receptor Binding And Downstream Transmission In The Postsynaptic Cell

SRR EATBRI AN NIFES

Potassium Channels HETBEES
Sensory system
Inflammatory cytokine and receptor SRR FROSER

Inflammatory mediator regulation of TRP channels TRPBIESSEFSEEL

Signal transduction

AMPK signaling pathway AMPK(ESiERE
Calcium signaling pathway A FEES: TEIRA
Calcium signaling pathway B SR AHESBIEB

cAMP signaling pathway CAMP(ES1BE
cGMP-PKG signaling pathway CGMP-PKGIE51888
ErbB signaling pathway ErbB (521818
FoxO signaling pathway FoxOESBi8
Gastrin-CREB signalling pathway via PKC and MAPK Gastrin-CREBE 5188
GPCR downstream signaling GPCRFEIESBEE
GPCR ligand binding GPCREeAES
HIF-1signaling pathway HIF-HS S8k
Hippo signaling pathway Hippol=S1Bi%
Hypoxia gene signature TREIREER
Jak-STAT signaling pathway Jak-STAT{Z 5181
MAPK signaling pathway MAPK (ES51BiE
NF-kappa B signaling pathway NF-kappa BfSS18#&
NGF signalling via TRKA from the plasma membrane IENGHES1BE
Phosphatidylinositol signaling system RN ESIEE
Phosphoalipase D signaling pathway PLDIESiBE
PI3K-Akt signaling pathway PIBK-AKHESIEEE
PIP3 activates AKT signaling AKT{E SR8
RapT signaling pathway RapSSiEEE
Ras signaling pathway Ras{=21Bi
Signaling by EGFR EGFRIES®EE
Signaling by ERBB2 ERBB2(SS1EES
Signaling by ERBB4 ERBB4SSIEH
Signaling by FGFR FGFRIZSIBE
Signaling by Insulin receptor [RSEZHNESIBIE
Signaling by PDGF PDGHES1EES

SCFKT{ES8E%
HEEARFNCHESE

Signaling by SCF-KIT
Signalling by NGF

Stress R
TGF-beta signaling pathway: TGF-piESmE
TNF signaling pathway TNHESBE
Transcription factor BRETF
Transport of glucase and ather sugars, bile salts and organic acids, metal ions and amine compounds L@
Transport of inorganic cations/anions and amino acids/oligopeptides TH B FREREE
VEGF signaling pathway VEGF (588
Wht signaling pathway WntESiBE
Signaling molecules and interaction

Cytokine-cytokine receptor interaction HEEFZMEE IR
ToxPathFinder

Cell Death ToxPathFinder

Molecular ToxPathFinder

Stress ToxPathFinder

Transcription

mMRNA surveillance pathway MRNABEAZIEBES
RNA transport RNAfEIZ
Spliceosome IR E S
Transcription factor HREF
Transport and catabolism

Endocytosis RIEAESSER
Lysosome REAE
Phagosome ARSI

EiEmERXEIEE3995 3=l R 7&81E

021-37566219
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qPCR&RT-PCR&PCR %%

RS Eamiain = miitE BFih
Acel0l mRNA REFHFIE 20ul*20 )%/100 3% 320/1300
Acel02 miRNA REFHFIE 20R% 1360
Acel03  SYBR gPCR MasterMix 1 ml/5ml 360/1500
Acel04  #2g0% PCR MasterMix 1 ml/5ml 250/1125
Acel05 —5i% RT-gPCR MasterMix 50ul*120 % 2880
Acel06  SYBR Green gPCR Mix ( Low Rox+ ) 1 ml/5ml 400/1800
Acel07  SYBR Green gPCR Mix ( High Rox+ ) 1 ml/5ml 400/1800
Acel08 Power Green gPCR Mix 1 ml/5ml 530/1800
Acel09 Taq DNA E&ffs 500U/1000U 150/270
Acell0 Taqg DNA &S (& dNTPs) 500U/1000U 190/350
Acelll PCR Mix 1ml/5ml 120/500
Acell2 Pfu DNA RB&fE 250U/1000U 150/560
Acell3  Pfu DNA B&fE (& dNTPs) 250U/1000U 190/640
Acell4d  Pfu Mix (40 x/200 K ) 1ml/5ml 200/800
Acell5 Taq Plus DNA B&fE 250U/1000U 120/420
Acell6  Plus Mix (40 x/200 k) 1ml/5ml 200/800
Acell7 HS Taq DNA R&fE 250U/1000U 80/270
Acell8 HS Mix (40x/200x) 1ml/5ml 120/500
Acell9 Long Taq DNA R&fE 250U/1000U 200/680
Acel20 LongTagMix (40 x/120 %) 1 ml/3ml 200/510
Acel2l Long Taq Kit ( 200 ;X ) 1 mlx5 400
Acel22 FS Taq DNA REiE 250U/1000U 100/350
Acel?23  FS Mix 1ml/5ml 160/680
Acel?24  FS Mix Direct for blood 1 ml/5ml 200/880
Acel25 FS Mix Direct for tissue 1 ml/5ml 200/880
Acel26  OptimusTM Hotstart Tag DNAE&HRS  250U/1000U 380/1360
Acel?27  OptimusTM Hotstart Tagmix 1 ml/5ml 200/800
Acel28 M-MLV i#EEREEs 5000U/10000U 250/450
BRIk RS

RS A = miiiE BHFh
Acel30 100 bp ladder 60 ;%/60 JX*3 150/370
Acel3l DS2000 60 y%/60 JX*5 100/420
Acel32 DS5000 60 JX/60 }X*5 110/470
Acel33 DS10000 60 JX/60 JX*5 110/470
ZESAEE RS

PR FRER PR B
Acel34 HEEERBRNAFIE 50 % 980
Acel35 EREFRBRNAFIE 100 R 1500
Acel36 [M&REEYE DNA &= 50 %/100 ;R 440/785
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Acel3d7 {BL//HIEEREZE DNA d{idFE 50 X/100 % 485/875
Acel38 BSHERA/MEBIAFIE 50 )x/100 )X 210/345
Acel39 IMRERM/NERBIARIE 10R/100 % 60/380
Aceld0 Z@‘Q@Eﬁﬁ DNA KIEBRFIE (FERE 10 % 785

E’éﬁﬁ%& DNA KIEBRFIE  ( TERRLE
(SEANEIsw eI & EHRZ e
Acel4l s ) 10 % 690
Aceld2 FTHBEFRK DNA XKIEBAAIE 10 % 1200
Acel43  ExBHEEKI DNA NEIRELRFIE 50 X/100 % 345/575
Aceld44  DNA ZREUGAFIE 50 )%/100 X 240/440
Aceld5 KFER DNA BREUGHRIE 50 ;Xx/100 % 280/480
Aceld6 IMREVMFEEFESSREIKZFIE 100 7%/200 ;% 510/945
Aceld7 PCR7=YI% DNA BER4AVERIE 50 )%/100 )X 280/510
Aceld8 IMREY PCR =YK DNA FEREMSIAFIE 100 /&/200 ;X 690/1245
Acel49 EFE4H DNA HuEEBIRFIE 50 X/100 % 440/785
Acel50  Quick MEEFEE DNA HREERHAIE 50 )%/100 )X 440/785
Acel51 {REEREH DNA RERRSFIE 50 x/100 % 485/875
Acel52 EREREYH DNA REEEIXFIE 50 ;X/100 % 555/990
Acel53 EFsPELRERA DNA REKFIE 50 X/100 % 485/875
Acel54 EFsPMKERA DNA REUXFIE 50 X/100 % 485/875
Acel55 I1BYERE DNA REAFIE 50 ;X/100 % 485/875
Acel56 [MiREEH DNA XERAFE 10 7R/50 )% 985/4385
EB B Mm--RE. RPAILEREHR  Ace-Gelred

FEmRs FEmEAin P amiig FmB RN &giE
Acel29 Ace-Gelred 500ul 500

Ace-Gelred R2—FRASASIMERD F , TREFBMBEHNMBA. FRIFERTFE , ABRFERAN. Ace-Gelred 5
EB EEMHERAGESY | THEIRRCHRNEEE (SBEIMNEREHY ) |, £ 300nm LI CHAIS RN,
Ace-Gelred &R TSR RIGEEIZEARERI KA dsDNA,ssDNA LUK RNA 3 , afLUERRRI Aaiagvizit
1T5e |, ERAEMRE.

SR, MR ZHIRE R

Ace-Lipo2000

s B Fo -0 FmBFh &iE
Acel57 Ace-Lipo2000 | 0.75ml 1400

Ace-Lipo200 EBMHAMEIIERE  RENREK AR ERT iZRMEIERE, LN RES S THRIF.

XZRH, SERBHUFELABR Ace-Feike ECL

FmRs FEmBAin = amitE EmBEFRn =it
Acel58 Ace-Feike ECL | 100ml/200ml 2600/4200

Ace-Feike ECL KRRRUZFANERME—FHEN ECL (WFAIERY ISR LSRRI SR ENFR
Rz, &S, NMATLABIEA X SthERSEECESTCRGRECNFR , REES , BED  #ERTREF
EEA=S—E BRI Western Blot A&,
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